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Identification of Juniperus Folium the Mongolian Medicine and Its Adulterants
Based on DNA Barcoding Technique

Naren Tuyal#, Liu Jie*, Ji Xuewei', Xu Jimin’, Zheng Jian®, Han Tana'" (1. Inner Mongolian Institute for Drug
Control, Huhehaote 010000, China; 2. National Institutes for Food and Drug Control, Beijing 102629, China)

Abstract Objective: To identify the Juniperus Folium of Mongolian medicine and its adulterants by DNA
barcode technology. Method: The DNA extraction and amplification of 11 samples of Juniperus Folium and the
adulterants Sabina Folium were carried out by using the internationally recognized barcode sequences ITS2, psbA-
trnH, matK and rbcL. Codon Code Aligner was adopted to align the sequence, and MEGA software was used to
analyze the mutation sites and Neighbor-Joining (NJ) cluster of the splice sequence, and its average intra-specific
and inter-specific genetic distance were calculated. Results: The success rates of PCR amplification products of
the four primers were ITS2 100%, psbA-trnH 100%, rbcL 100% and matK 0%, respectively. The ITS2 sequences
and psbA-trnH sequences could distinguish the Juniperus Folium and its adulterants by comparison of variation
sites. The results of NJ cluster analysis showed that the pshbA-trnH sequences of Juniperus Folium and its

adulterants could be clustered into one branch respectively, and the average interspecific genetic distance of psbA-
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trnH sequences was significantly greater than the average intraspecific genetic distance. Conclusion: The psbA-

trnH sequences can effectively distinguish Juniperus Folium from Sabina Folium, and can be used as barcode

sequence to identify Juniperus Folium and the adulterants Sabina Folium, which will provide support for the

identification of Mongolian medicinal materials Juniperus Folium and the adulterants Sabina Folium.
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#CBY-1
TCACAATCCACTGCCTTGGAACCACTTGGCTACGTCCGCCCCAAACTAATTAGCAGTCTCTGTCTACGG
TCATTCCATTTCCAGAATGAATGGTTCTAAGCCCCGAAAACCAACACCAACTAATAATGAAACGATTCT
ATTATTTAGTTTAGTTATTAATTTGTTGCACTTGCAATGCAACTCTCACACAAGTTAGTGATATTTACATT
TTTTTTTTTATAAAATAGTTGCACCCAACTCATAATTGGGAAGTCGCGGGTTCAATTCCTGCTGGATGCA
TAATAAACAGTTATTGTGCTCTGTTCGCAATAACTATCACTTTTAAGAAAAATTAGACGGAAAAAGCAG
TACCAAATTGGTACTGCTTTCTTTTTAGGATTGAAATACACTAACAATCCATCTTGAATAATTAGCCGTTT
ATAGAATTAGCTCAACAGCAGCTAGATCCAAAGGGAAGTTGTGAGCATTACG

1 CBY-1 psbA-trnH
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#YBY-8

TCACAATCCCCTGCCTTGGAACCACTTGGCTACGTCCGCCCCAAACTAATTGGCAGTCTCTGTCTACG
GTCATTCCATTTCAAGAATGAATGGTTCTAAGCCCCGAAAACCAACTAATAATGAAACGATTCTATTA
TTTAGTTTAGTTATTAATTTATTGCACTTGCAATGCAACTCTCACACAAGTTAGTGACATTGACATTTT
TTTTTTTTAGAAAATACAAATAGTTTTGTTTTGGGTATTCAAAAAAAAGATCTGAGCCAATACTCGAT
ACTAATTAATAATTAGTATTATGTATCCATGGCTGAATGGTAAAAGCACCCAACTCATAATTGGGAA
GTCGCGGGTTCAATTCCTGCTGGATGCATAATAAACAGTTATTGTGCTCTGTTCGCAATAACTATCAC
TTTTAAGAAAAATTAGACGGGAAAAGCAGTACCAAATTGGTACTGCTTTTTTAGGATTGAAATACAC
TAACAATCCATCTTGAATAATTAGCCGTTTATAGAATTAGCTCAACAGCAGCTAAATCCAAAGGGAA

GTTGTGAGCATTACG
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6 ITS2 psbA-trnH rbcl
ITS2 3 psbA—trnH JF4)) rbel, J§4)
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Y, FEAEY) 3SR Y2 25 DN A SR At 4 51| v i
PR b i, i A 1) SCHR ST IEgE L H
FE 4N S 1 W38 I PCR VAR 2R MY HAFR )T o
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FARF AR, TTS25 8138 2 A48 S i LU AT A AR
Sy At S
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SR 2 S, R s A R Bt ik B
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