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Abstract: Genotoxicity is an important part of the preclinical safety evaluation of drugs. With the growing
numbers of new compounds, the establishment of high-throughput screening methods to evaluate genotoxicity
is an urgent need for drug developers. Flow cytometry is a technology that can perform multi-parameter
detection and cell sorting in a short period of time. It has the advantages of automation, high throughput and
strong specificity. It has been used in a variety of genotoxicity evaluation. In this paper, the application of flow
cytometry in the study of genotoxicity is reviewed, and its application prospect in the evaluation of genotoxicity
is discussed.
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