REZE 20204F 3 H $£34% £3H 349

T osn
AriE R 2 iR SR R it R

', RxXm, TaE, BXMET, R (L hEERg ek,
1001765 2. JLEHHIEZ2RE, LR 100005; 3. bRt HE 252t 25245, dbaT 100029 )

BE: HEAARRTLAIRMNEZ —, ERENARBRERLET RGNS, PERMBHEAEGE
B, REABWHETHRDAN, GRAALHALCLEZPHY, B EEXALTE £, Ak,
FEIA, FLB, FRATARZIRANMTRELZ AR RMERZE, A THRES (AFP) Z B W
6 BB A ) R IR S W AR Y, (2R TR R A R R, B3R % B FAFPH
W, B, EE2FREANBOTFREIRNSMAREY ., AXLBENITFRFHRS W ARSHAFRIAIKG
ST B VAR AT T A SR AR AR

KEIE: s TS AMAREW; circRNA; miRNA

FESES: R735.7 XEFRIAEE: A XE4HS: 1002-7777(2020)03-0349-08
doi:10.16153/§.1002-7777.2020.03.016

Progress in Biomarkers for Early Diagnosis of Hepatocellular Harcinoma
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Abstract: Hepatocellular carcinoma (HCC) is one of the most common malignant tumors in the world. The
incidence and mortality of HCC in China are very high, which have severely threatened human health. Primary liver
cancer (PHC) is difficult to detect in the early stage and often develops to the middle and advanced stage when it is
diagnosed. Therefore, the treatment is difficult, and the prognosis is very poor. Accordingly, early detection, early
diagnosis and early treatment are the best ways to improve the survival rate of patients with PHC. Serum Alpha-
fetoprotein(AFP) is the most widely used diagnostic marker of HCC at present, but the sensitivity and specificity of
AFP are insufficient in the early stage of HCC, and some patients with liver cancer are AFP negative. It is necessary
to find more valuable biomarkers for early diagnosis of liver cancer. In this paper, the research status of early
diagnosis biomarkers of HCC is analyzed and summarized in order to lay a scientific basis for early diagnosis of
liver cancer.
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1 BENEBRLERHICEHIREY
1.1 HBRES (AFP)

HGHE M ( Alpha—fetoprotein, AFP) J&HA[™
12 I It R ARG I A 1M 355 2 e s 4, (ELRE T
FWFE R, AFPRHPREAE, YiXEPRsr R
W AR S A (AFP-L3 ) 12 W R0 i i =
BB RNk S BE A RPET 5300 48.3%192.9% ,
HAURE 5 R R R R O (s
) o AFP-L3REMEAEIS M OB . BN
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x1 BAERBEMEFRISEIREY

S IS aNe KA Rk U 275 3k
AFP-13 i L% 92.9% 48.3% 3]
DCP A Iy - 56% (8]
GP73 | JliIRG 97.4% 76.4% [9]
GPC3 i ILYE 84.2% 55.2% [6]
OPN A 1LY 62% 75% [15]
IL-6 AR IMLyE 95% 46% [17]
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1.2 RE&EMER (DCP)

S BRI ( Des—gamma—carboxyprothrombin,
DCP ) J&—Fh 57 i BRI AR 1, TR R I
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5, E H AR 12 T A s R
DCP L2 Wi 7 3] JTHE S8 i U S N 56%, 5
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FE RS RN TEFR R
1.3 BREGHEERQ73 (GP73)

R FARREE 1173 ( Golgi Protein 73, GP73)
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B T2~5 emZME/NF3ANEET, B HA<
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HEE T, A57% (32/56) [ AREGPT3KT
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SRS, Fhsa_cicrna_10033845: A8 A& A= Y
WIEPLHRZ—. HAET, X Thsa_cicRNA_100338%
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JF 98 5 6 25 H VPRI RN A 63538, I3l o RAEAS
SE R I 7516 & Mcire—CDY L5 R 98 1) & A
WEMI, cire—CDYLAT LU i /E H T miR-892a 11
miR-328-3p F i ik i i A 1K K7 (HDGF )
A4S T R A BER AL ( HIFTAN ) &
ik, SHUEEAMYCHSURVIVING L i, M
fEERWIHCCH KA K J#, cire-CDYL, HDGFAI
HIF 1T ANER FH R A 98 1 R S5t =534 73.36% 1
RSP 1£66.67% . X $E 7R cire—CDYLZHCCH
WA BRIV e T TR

cire RNAJER N ™32 77 76 1 TR 1 3F 4 75
RNA, FERAGIRIREE, BA S ERENE. &
P AR SF P TN B3R R R 521, cire RNATEN
HAFM RIS IR AR 22 5, ISkt
fificire RNAA W 1 WA — 28 B HHE R 02 Wik i
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cire—=CDYL JilREE s miR—-892a/miR-328-3p 44 (+). T (+). 12& (+) [31]
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Li CEPVR B P 2 RAT 4 A Z AP RTREAL Y % 2k 5
JFAImiRNA - 122K R B VI, Thite ik 2 A
JF 46 F1 2 JFF P8 AL 2 HC CF B2 AR T s L ket
MmiR-122 054 e R 2 W A bn iy . B
AT, I0E miR- 1220 A4 R 2 Wiks S o

AbF AN AR B B, (H&, miR-12233K T
S T e A B D DR A SRR A I ) 2 SR T B T R
AWIBESE o XA 1 Bk I 2 Wb i 1
miRNARIC AL, TEILER3.

% 3 XHrERHSEHAE—EMMMEAR miRNA

miRNA He L A PR RE 1 A JIRTERER 1 R E ) RE 275 3CHik
miR-122 BN TiF A JEIE A Gl WETH (+). IR (+) [33-34]
miR=200a 2 T E—cadherin, HDAC4mRNA  ¥4%8 (+). I (+). 1228 (+) [35-36]
miR-375 i1} T AEG-1 WG (<), G1IIBHHAE (). JHT- () [37-39]
miR-483-5p a4 A IGF2. RAL16 HOBE (+). PRS2 R3] [40-41]
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miR-486-5p 1iLiE T p85a . PI3K-AKT pathway ~ 34%5H (+). 8% (+). 1728 (+) [45]
miR-224 IR | HOXDI10 R (+). 5% (+) [48]
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2.2.2 miR-200a

R ARAT I S & B HL TR SR 412, miR-
200a i F kK - AE IR TP I i F U, miR-
200a A] 38 3 FF AL M ZEBL/2 L E-cadherin
i bz 18] FE AL CEMT ), 404 i 4n i
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miRNA—-141F1miRNA-200a%% ik 7K B AR T 6
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0.82, FIHEELA T LLARI RS
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W25, miR-3750] 38 i PR 2SI 4np53
p2 AR FRFER -1 (AEG-1) ZIREH K
B, SRR KRR, LiZEPU%HCC, HBV ., AT
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92a, miR-206, miR-375let-7f) {ET9 8 # 1M
HHFEEHE EA, HPmiR-25, miR-375. let-
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FhrBYnr, H2WiRe R rT ik 96%, HUSE A
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o 2 SRS G B I W LU L, TR
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F 1B LR X B @ L RT-RCRAY 7
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2.2.5 miR-101
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H A IR A 767 40U A —
2.2.6 miR-486-5p
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