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Accelerating the Construction of High-Throughput Sequencing Standard
Database to Achieve Standardization of National "Precision Medicine"
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Abstract Objective: To provide suggestions for the construction of high-throughput sequencing standard
database in China. Methods: The current status of high-throughput sequencing products and database construction
at home and abroad were summarized and analyzed. The urgent problems needed to be solved in the construction
of high-throughput sequencing standard database in China were analyzed. Results and Conclusion: Since high-
throughput sequencing is an important part of precision medicine, many high-throughput sequencing products
have been approved for clinical diagnosis and treatment of tumors at home and abroad. However, whether high-
throughput sequencing can play a better role in precision medicine depends on whether there is a standard database
to accurately guide the sequencing data interpretation. With the development of high-throughput sequencing
technology, massive gene sequencing data are continuously generated. It is of great practical significance to
establish a standard database for the interpretation of gene variations of Chinese population, which can be used to
evaluate and guide the interpretation of pathogenic genes by relevant detection institutions. At present, it is urgent

to introduce a new database construction and data interpretation mechanism in order to provide basis and guarantee
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for the healthy development and scientific regulation of high-throughput sequencing industry in China.
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chains; scientific regulation
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