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A Study on the Quality Control of Bacillus Ginsengihumi Used in TSA

Wu Yongxiu', Ma Shihong’, Yang Meiqin®, Yu Meng’, Wang Jinheng'™ (1. Beijing Sanyao Science and
Technology Development Company, Beijing 100050, China; 2. National Institutes for Food and Drug Control,
Beijing 100050, China)

Abstract Objective: To discuss the feasibility of using Bacillus ginsengihumi in the applicability test of Tryptic
Soy Agar (TSA) according to the difference in the performance of TSA which is reflected from observing the
growth of Bacillus ginsengihumi isolated from an auxiliary material in different TSAs. Methods: The growth
promoting ability and inspection ability of the TSA culture medium and TSA reference medium from eight brands
were tested by inoculating the tested excipient and the fresh culture of Bacillus ginsengihumi which was identified
by using multiphase identification method. Results: There were significant differences in the growth promoting
ability and inspection ability for Bacillus ginsengihumi among the eight manufacturers, and brand B and brand E
were the best (=70%). Conclusion: It is concluded that Bacillus ginsengihumi will be used as one of the quality
control strains in the TSA quality control system. Based on this paper's discussion, the quality control laboratories

can increase isolation strains in the production environment or products in the quality evaluation of culture
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medium so as to promote the sensitivity and reliability of the medium and to make the microbiology limit test

more scientific and accurate.
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