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Abstract: Gene sequencing technology is the most commonly used technique in modern molecular biology
research. Since the emergence of the first generation sequencing technology in 1977, it has made significant
progress after development of forty years. Now the second generation sequencing technology characterized
by high throughput is applied to clinical testing. This paper introduces the development of gene sequencing
technology, its regulatory regime and regulatory recommendations for clinical applications of the second
generation sequencing technology at home and abroad.
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